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The capacity of stem cells to self renew and the ability
of stem cell daughters to differentiate into highly spe-
cialized cells depend on external cues provided by
their cellular microenvironments [1–3]. However, how
microenvironments are shaped is poorly understood.
In testes of Drosophila melanogaster, germ cells are
enclosed by somatic support cells. This physical inter-
relationship depends on signaling from germ cells to
the Epidermal growth factor receptor (Egfr) on somatic
support cells [4]. We show that germ cells signal via
the Egf class ligand Spitz (Spi) and provide evidence
that the Egfr associates with and acts through the
guanine nucleotide exchange factor Vav to regulate
activities of Rac1. Reducing activity of the Egfr, Vav,
or Rac1 from somatic support cells enhanced the
germ cell enclosure defects of a conditional spi allele.
Conversely, reducing activity of Rho1 from somatic
support cells suppressed the germ cell enclosure de-
fects of the conditional spi allele. We propose that a dif-
ferential in Rac and Rho activities across somatic sup-
port cells guides their growth around the germ cells.
Our novel findings reveal how signals from one cell
type regulate cell-shape changes in another to estab-
lish a critical partnership required for proper differen-
tiation of a stem cell lineage.
Results and Discussion
In the male gonad of Drosophila, germ cells are sur-
rounded by somatic cells that define their cellular
*Correspondence: cschulz@cshl.edumicroenvironment (Figure 1A). Germline stem cells
(GSCs) are attached to a cluster of nondividing cells at
the apical tip, called hub cells, and associated with
cyst progenitor cells (CPCs) that act as stem cells for
the somatic support cell lineage. Two CPCs extend their
cytoplasm around one GSC, toward the hub, and toward
each other such that each GSC appears to be com-
pletely enclosed in its cellular microenvironment.
GSCc and CPCs generate differentiating daughters,
called gonialblasts and cyst cells, respectively. The go-
nialblasts undergo transit amplification divisions to pro-
duce 16 spermatogonia, which become spermatocytes,
grow in size, undergo the meiotic divisions, and differen-
tiate into sperm. Two cyst cells grow cytoplasmic exten-
sions around one gonialblast to form the germ cell cellu-
lar microenvironment that controls various aspects of
germ cell differentiation [5–9].
Germ cells associated with somatic cells mutant for
the Map-Kinase Raf failed to differentiate and accumu-
lated as early-stage germ cells instead [10]. A similar
accumulation of early-stage germ cells was observed
in Egfrts mutant testes shifted to nonpermissive temper-
ature [8], and in testes from animals mutant for Stet,
a protease that cleaves Egfr ligands. However, stet
mutant germ cells in addition failed to associate with
somatic support cells, suggesting that the Egfr pathway
is required for setting up the critical cellular microenvi-
ronment [4].
Germ Cells Signal to Recruit Somatic Support
Cells via the Egfr Ligand Spi
Loss of spi resulted in a failure of germ cells to differen-
tiate, similar to the effects of loss of stet or the Egfr. Wild-
type testes are long (w2 mm) tubular structures
(Figure 1B) that contain germ cells in a spatio-temporal
order along the apical-to-basal axis. Early germ cells
(GSCs, gonialblasts, and spermatogonia) are small and
have small, densely packed nuclei in DAPI-stained prep-
arations (Figure 1B, arrowhead). Spermatocytes are lo-
cated basal to the spermatogonia, and differentiating
spermatids fill the distal part of the testis (Figure 1B).
Animals carrying a temperature-sensitive allele of spi,
spi77-20, were lethal when raised at 29C. However,
spi77-20 animals raised at a slightly permissive tempera-
ture (27C) survived and had tiny testes (100–500 mm in
size). Most of these testes (40 of 50) contained only small
cells, as seen at the tip of wild-type testes, and did not
have spermatocytes or differentiating spermatids
(Figure 1C). Staining with molecular markers revealed
that the testes contained increased numbers of GSCs,
gonialblasts, and spermatogonia compared to wild-
type (data not shown). The remaining testes (10 of 50)
had high numbers of early germ cells and a few sper-
matocytes, but no differentiating spermatids.
Testes from spi77-20 animals raised at an intermediate
permissive temperature (25C) were longer than testes
from animals raised at 27C, but significantly shorter
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part of the testes was occupied by tumor-like aggre-
gates of early-stage germ cells (Figure 1D, arrowheads).
However, spermatocytes and differentiating spermatids
were also present.
spi activity was both sufficient and required within the
germ cells. Expression of a cleaved version of Spi (sSpi)
[11] in germ cells but not in somatic support cells of
spi77-20 testes restored the wild-type phenotype
(Figure 1E), and germ cell clones mutant for spi accumu-
lated at early stages based on phase-contrast micros-
copy (Figure S1D in the Supplemental Data available
online) and DAPI-stained preparations (Figures 1F).
spi Is Required for the Enclosure of Germ Cells
by Somatic Support Cells
spi was also required for somatic support cells to asso-
ciate with and enclose the germ cells. Germ cell clones
mutant for the conditional spi77-20 allele from animals
raised at 27C either did not associate with somatic
support cells (Figures 1G and 1H, 16 of 20 clones) or
Figure 1. Spi Acts in Germ Cells
(A) Drawing of the architecture at the testes tip. Germline stem cell
(GSC), cyst progenitor cell (CPC), gonialblast (GB), spermatogonia
(SG), spermatocytes (SC), cyst cell (CC).
(B–E) DAPI-stained preparations of whole testes. Small size early
germ cells (arrowheads), spermatocytes (arrows), sperm bundles
(S).
(B) Wild-type testis.
(C–E) Testes from spi77-20 animals (C) raised at 27C, (D) raised at
25C, or (E) raised at 27C and expressing sSpi specifically in
germ cells.
(F–H) Apical region of a testis containing a germ cell clone (large
white arrowhead) mutant for the spi77-20 allele from an animal raised
at 27C.
(F) DAPI-staining only (green). The spi clone contains small cells as
normally found at the apical tip (small arrowhead).
(G and H) Tj-positive cells (red, arrows) were found at the tip, but not
associated with the spi clone.
(G) Tj-staining only. The position of the spi clone is indicated by the
yellow arrowhead.
(H) Double-labeling for Tj (red) and DAPI (green).
Scale bars represent 50 mm.associated with only one somatic support cell (4 of
20 clones), based on staining with soma-specific anti-
bodies, such as the transcription factor Traffic Jam
(Tj). Tj labels the nuclei of somatic support cells that
are normally associated with early-stage germ cells.
Germ cell enclosure can be investigated by labeling
testes with molecular markers such as antibodies
against the membrane-bound b-catenin Armadillo
(Arm) that labels the cell membranes of somatic support
cells (red in Figure 2A) as they surround the germ cells. In
wild-type testes, each GSC, gonialblast, and cluster of
developing germ cells was associated with and sur-
rounded by two somatic support cells (Figures 2A–2C).
In testes from spi77-20 animals raised at 27C, Tj-positive
cells did not form cytoplasmic extensions around the
germ cells (Figures 2D and 2E). Similar results were ob-
tained with other markers, including a cytoplasmic UAS-
Green Fluorescent Protein (UAS-GFP) expressed in so-
matic support cells under control of a soma-specific
Gal4-driver. In control testes, GFP was detected in the
cell bodies of the somatic cells surrounding the germ
cells (Figure 2F, arrowheads). In contrast, in spi77-20
testes from animals grown at 27C, GFP was detected
in balls, most likely small round cell bodies of somatic
support cells (Figure 2G, arrows). Occasionally, cyto-
plasmic extensions emerged from somatic support
cells, but they remained short and did not enclose the
germ cells (Figure 2H, arrowheads).
The lack of cytoplasmic extensions from Tj-positive
cells in spi77-20 mutant testes was similar to the pheno-
type observed in stet mutants. This suggests that the
Egf class ligand Spi, expressed in germ cells and pro-
cessed by Stet, stimulates the Egfr on somatic support
cells, inducing them to send out cytoplasmic extensions
to enclose the neighboring germ cells.
The Nature and Extent of Testes Defects Varied
Dependent on the Level of Spi
Association of germ cells with somatic support cells
was sensitive to the level of Spi. Germ cell clones from
spi77-20 animals raised at 25C and germ cell clones
from animals mutant for the spi2 allele often associated
with more than two somatic support cells (Figure 2I, 6 of
20 clones).
The growth of cytoplasmic extensions around the
germ cells was also sensitive to the level of Spi. When
spi77-20 animals were raised at 25C, many Tj-positive
cells formed cytoplasmic extensions directed toward
and/or around the germ cells (Figure 2J, arrowheads).
However, not every germ cell cluster appeared to be as-
sociated with and/or surrounded by somatic support
cells. Furthermore, many of the Tj-positive cells formed
cytoplasmic extensions toward each other, suggesting
that multiple somatic support cells (Figure 2K, arrows)
may surround one tumor-like aggregate of germ cells.
Similar abnormal associations of somatic support cells
with germ cells were also seen in Egfrts mutants shifted
to nonpermissive temperature [8]. One possible expla-
nation for the different phenotypes of loss compared
to reduction of Egfr signaling is that different levels of
Egfr stimulation may affect different cellular properties
of somatic support cells, such as cell adhesiveness
and/or growth.
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1255Figure 2. Germ Cell Enclosure Depends on
the Egfr Pathway
(A) Apical tip of a wild-type testis labeled with
antibodies against Gro (green, germ cells), Tj
(blue), and Arm (red). Note that Arm also la-
bels the hubs (asterisks). Early-stage germ
cells (small arrows), spermatocytes (large ar-
row).
(B) Same testis tip as in (A) showing Tj and
Arm staining only, and in higher magnification
(see scale bars). Two Tj-positive cells (ar-
rows) are associated with and form cytoplas-
mic extensions (arrowheads) around one
cluster of developing germ cells (unlabeled).
(C) Same testis tip as in (B) showing Arm
staining only in black and white. Somatic
support cells form cytoplasmic extensions
(arrowheads) around germ cells that appear
in a net-like pattern.
(D and E) Testis from a spi77-20 animal raised
at 27C and labeled with antibodies against
Gro (green), Tj (blue), and Arm (red). Tj-posi-
tive nuclei (arrows).
(D) Whole testes.
(E) Higher magnification of the tip.
(F–H) Testes showing expression of a UAS-
GFP in somatic support cells driven by the
heatshock-Gal4 driver.
(F) A wild-type testis tip.
(G and H) Testes from spi77-20 animals raised
at 27C. GFP-positive cytoplasmic exten-
sions (arrowheads), GFP-positive ball-like
cells (arrows).
(I) A germ cell clone mutant for the spi2 allele
(arrowhead, DAPI-labeled germ cells in
green) associated with multiple Tj-positive
nuclei (arrows, Tj in red).
(J and K) Apical tip of a testis from a spi77-20
animal raised at 25C.
(J) Gro-positive germ cells (green) are sur-
rounded by Arm-positive cytoplasmic exten-
sions (red, arrowheads) from Tj-positive nu-
clei (blue).
(K) Same testis tip showing only Tj and Arm.
Note the clustering of somatic support cells
(arrows).
Scale bars represent 50 mm.The Small Monomeric GTPase Rac1 and the Adaptor
Vav May Act Downstream of the Egfr to Mediate
Germ Cell Enclosure
To identify novel players in germ cell enclosure, we used
the sensitized background of the spi77-20 allele to search
for genetic modifiers. We found that impaired activity of
the small monomeric GTPase (small GTPase) Rac1 en-
hanced the spi77-20 testes phenotype. Activity of Rac1
was impaired by two strategies—either by removing
one copy of the rac1 gene or by expressing a domi-
nant-negative version of Rac1 (dnRac1) [12] in somatic
support cells of testes from spi77-20 animals raised at
25C. In either case, the enhanced testes were shorter
(100–500 mm, n > 20) than testes from spi77-20 animals
raised at 25C. In 12 of 20 enhanced testes, Tj-positive
cells did not enclose the germ cells, and early-stage
germ cells accumulated (Figure 3A).
Reducing activity of Vav, a guanine nucleotide ex-
change factor for Rac-type small GTPases [13, 14],
from somatic support cells by antisense expression
also enhanced the spi77-20 testes phenotype fromanimals raised at 25C. 11 of 20 enhanced testes were
tiny and contained mostly early-stage germ cells that
were not surrounded by somatic support cells
(Figure 3B). The enhanced phenotypes caused by im-
pairing Rac or Vav raised the possibility that Rac1 and
Vav act downstream of the Egfr in somatic support
cells and that Vav plays a role in regulating somatic
support cell-shape changes associated with germ cell
enclosure.
Vav Is in a Complex with the Egfr in Testes
In mammalian cells, autophosphorylation of specific
Vav-binding motifs within the cytoplamic tail of the
Egfr allows for binding and phosphorylation of mamma-
lian Vav2 [15]. Phosphorylation of Drosophila Vav has
been shown to depend on Egfr stimulation in both mam-
malian and Drosophila cultured cells, and Drosophila
Vav bound to mammalian Egfr [13, 16].
Consistent with a role for Drosophila Vav in Egfr sig-
naling in testes, Vav protein immunoprecipitated from
testis extracts with an antibody against the Egfr
Current Biology
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(A and B) Triple labeling with antibodies against Gro (green), Tj
(blue), and Arm (red) to testes from spi77-20 animals raised at 25C
and expressing dnRac1 in somatic support cells (A) or the vav-
antisense construct in somatic support cells (B). Arrows point to
somatic support cell nuclei.
(C and D) Western blots.(Figure 3C, wild-type lane). Vav did not immunoprecipi-
tate from testis extracts that had been pretreated with
phosphatase (Figure 3C, Cip lane), suggesting that the
interaction between Vav and the Egfr is phosphorylation
dependent. The immunoprecipitated Vav band comi-
grated with a band detected by antibodies against phos-
pho-tyrosine (Figure 3D), suggesting that Vav is phos-
phorylated when in a complex with the Egfr.
In the classical view of the Drosophila Egfr pathway,
only one docking protein—Downstream receptor kinase
(Drk)—binds to the stimulated Egfr and activates a MAP-
Kinase cascade for transcription of target genes [17].
However, our genetic and biochemical data suggest
that the Egfr pathway is branched at the level of docking
proteins (Figure 3E) and that the adaptor protein Vav
binds to the Egfr to activate the small GTPase Rac1.
Our data suggest that Rac regulates cell-shape changes
associated with germ cell enclosure, and studies on Raf
suggested that it regulates the transcription of target
genes [10]. However, we cannot exclude the possibility
of crosstalk between the two branches: Vav may con-
tribute to transcriptional regulation and Map-Kinases
may contribute to germ cell enclosure. A possible cross-
talk is consistent with findings that in cultured Drosoph-
ila cells, Vav can contribute to Erk phosphorylation [14].
Rho Counteracts Rac for Germ Cell Enclosure
Surprisingly, impairing activity of the Rho-type small
GTPase Rho1 had the opposite effect to impairing
Rac1. Testes from spi77-20 animals raised at 27C that
expressed dominant-negative Rho1 (dnRho1) [18] in so-
matic support cells were long (500–1500 mm, Figure 2F,
20 of 20 testes) and appeared almost wild-type. In con-
trast to somatic support cells in spi77-20 testes from
animals raised at 27C without dnRho1 expression
(Figure 2D), the somatic support cells expressing
dnRho1 enclosed the germ cells (Figure 3F). We ob-
served the same dominant suppression in spi77-20,
rho1/+ testes, indicating that expression of dnRho1 re-
flects loss of Rho1 activity (data not shown).
Our data raise the possibility that Rac and Rho have
antagonistic effects on germ cell enclosure. Rac ap-
pears to be required for somatic support cells to grow
cytoplasmic extensions around the germ cells, and
Rho appears to suppress this growth. Antagonistic roles
for Rac and Rho have also been reported in cultured
mammalian cells, where Rac and Rho regulate cell-
shape changes and growth via different effects on the
actin cytoskeleton [19–22]. Prominent readouts for small
(C) Vav was pulled down with the Egfr (wt lane) but could not be
pulled down after phosphatase treatment of the testes extract (Cip
lane). Anti-b-tubulin served as a loading control. Note that tubulin
appears as one band, suggesting that the Cip treatment did not
degrade the proteins.
(D) The immunoprecipitated Vav comigrates with a band recognized
by anti-phospho-tyrosine.
(E) Model demonstrating branching of the Egfr at the level of docking
proteins. Small gray arrows indicate a possible crosstalk between
the branches.
(F) A testis from a spi77-20 animal raised at 27C, and expressing
dnRho1 in somatic support cells, triple-labeled for Gro (green), Tj
(blue), and Arm (red). Cytoplasmic extensions (arrowheads).
Asterisks indicate hubs; scale bars represent 50 mm.
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appearances of ruffles and lamellipodia in the cell
membranes [23].
To address a potential role of Rac and Rho in shape
changes of somatic support cells, we expressed domi-
nant-negative Rac or Rho in somatic support cells of
otherwise wild-type testes, and we used transmission
electron microscopy (TEM) to investigate changes in
the membranes of somatic support cells surrounding
single germ cells and spermatogonia at the apical tip
of the testes. Germ cells and somatic support cells
can be identified based on their different shapes and
density of staining in TEM (Figure 4A). In wild-type, the
somatic support cells surrounding single germ cells
and spermatogonia exhibited wavy plasma membranes
(Figure 4B, arrows), possibly analogous to membrane
ruffles accompanying cellular growth and rearrange-
ments of the actin cytoskeleton in cultured cells.
Somatic support cells expressing dnRac1 had much
smoother plasma membranes (Figure 4C) than did
wild-type somatic support cells. Conversely, somatic
support cells expressing dnRho1 had lamellipodia-like
extensions (Figure 4D) in their membranes. We did not
detect lamellipodia-like extensions in somatic support
cell membranes in serial sections of wild-type testes
(n = 3) or in testes expressing dnRac1. In mammalian
cells, formation of lamellipodia depends on Rac-type
small GTPases [24]. The presence of lamellipodia-like
extensions in somatic support cells expressing dnRho1
suggests that Rac may become hyperactive in the ab-
sence of Rho. Based on these TEM data, we hypothe-
size that, just as their mammalian counterparts do in cul-
tured cells, Drosophila small GTPases may act on the
cytoskeleton of somatic support cells to mediate cell-
shape changes and growth of cellular extensions and
that the effects of Rac and Rho are antagonistic.
A Model for Germ Cell Enclosure
We propose that somatic support cells extend pro-
cesses and enclose germ cells in Drosophila testes by
differential activation of the small GTPase Rac1 via po-
larized reception of an Egf class signal from the neigh-
boring germ cells. In this model (Figure 4E), Egfr stimu-
lation on the side of the somatic support cells facing
the germ cells promotes local activity of Rac1. This
causes a differential of Rac1 activity across the somatic
support cells, with highest activity on the sides of the so-
matic support cells facing the germ cells. We also pro-
pose that Rac is opposed by Rho, with a strongest effect
on the side of the somatic support cell facing away from
the germ cell. Consistent with this model, impairing Rac
or Rho in somatic support cells had opposite effects on
the phenotype of the conditional spi77-20 allele. Whereas
impairing Rac completely abolished germ cell enclo-
sure, impairing Rho completely restored germ cell en-
closure.
Our model predicts that expression of a constitu-
tively active Egfr ligand in somatic support cells might
compromise the differential in smGTPase activities. In-
deed, forced expression of cleaved ligand in somatic
support cells, but not in germ cells, closely mimicked
the effect of dnRho expression: the somatic support
cells formed lamellipodia-like structures in their mem-
branes (Figure 4F).Our research on the Drosophila gonad provides a
striking example how one cell type in tissue communi-
cates with another cell type to induce and direct the for-
mation of a proper cellular microenvironment: a signal
from one cell induces subcellular changes throughout
the body of another cells. This mechanism underlying
the formation of a cellular microenvironment may be
conserved across species.
Figure 4. Rac and Rho Act Antagonistic
(A–D and F) TEM images. Germ cell (GC), somatic support cell (S).
(A) Section though the apical tip of a wild-type testis. In TEM, germ
cells appear dark gray and are surrounded by somatic support cells
appearing light gray (white arrows). Scale bar represents 20 mm.
(B) Wild-type somatic support cells have wavy membranes (black
arrows). Scale bar represents 1 mm.
(C) Somatic support cells expressing dnRac1 have straight mem-
branes (red arrows). Scale bar represents 1 mm.
(D) Somatic support cells expressing dnRho1 show lamellipodia-like
structures (yellow arrowheads) in their membranes. Scale bar repre-
sents 0.2 mm.
(E) Model how the Egfr regulates germ cell enclosure. A germ cell
(purple) signals via Spi. In the somatic support cell (yellow), the
Egfr is stimulated at the side facing the germ cell. Vav binds to the
stimulated Egfr and activates Rac-type small GTPases. This causes
a higher potential of Rac activity than Rho activity on the side of the
somatic cell facing the germ cells that may drive the growth of cyto-
plasmic extensions around the germ cell (indicated in red). The other
side of the somatic cell may have lower Rac activity than Rho activ-
ity. Rac and Rho counteract each other as indicated by the dotted
line.
(F) Somatic support cells expressing cleaved ligand have lamellipo-
dia-like structures (large yellow arrowhead) in their membranes.
Membrane facing the germ cell is indicated by purple arrowheads;
membrane facing another somatic support cell is indicated by small
yellow arrowheads. Note the large size of the lamellipodia-like ex-
tension compared to the width of the cytoplasmic extension. Scale
bar represents 0.2 mm.
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